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The de.NBI Initiative

The German Network for Bioinformatics Infrastructure (de.NBI) is an
academic funding initiative of the German Ministry of Education and
Research (BMBF) initiated in March 2015.

The consortium consists of 42 project partners organized in eight
service centers and one central coordination unit forming a distributed
infrastructure within Germany.

de.NBI Mission

e de.NBI provides free of charge services to
users in life science research.

¢ Bioinformatics training is offered through a
wide range of courses.
e de.NBI supports the collaboration of the SERVICE

German bioinformatics community with
international bioinformatics networks.

INTERNATIONAL
COOPERATION TRAINING
¢ The de.NBI Cloud offers an excellent solution

for research data storage and analyses.
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tools, online databases, and software libraries. Services are aimed at
users in experimental research as well as software developers.

e de.NBI Training & Education de.NBI International Collaboration

de.NBI Service Centers offer a wide range of classroom training
courses and e-learning materials available on the de.NBI website.
International summer schools are held annually and focus on different

research topics offered to scientists in multiple disciplines in life
science research.

Germany, represented by the de.NBI network, is a
member of the European Life Science Infrastructure for
Biological Information ELIXIR.

ELIXIR Germany is one of the largest ELIXIR Nodes
contributing over 100 bioinformatics tools and offering

de.NBI training course statistics

Since 2015, the de.NBI has = a big share of training courses to scientists in Europe. (
e
offgrted.ove:ir 280 ;071:)r;es . The de.NBI databases SILVA and BRENDA are selected .
andtratned over =, == amongst ELIXIR Core Data Resources reflecting their Si lva%
researchers. oo [ — - ; R )
o — importance and their value to the scientific community. % BRENDA lmﬁh

The Comprehensive Enzyme Information System
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Examples on de.NBI training and education events

o The de.NBI Cloud

Training event Organizer

. . .0
- Galaxy workshop on HTS data analysis RBC The de.NBI Cloud is one of the largest academic g\ j; i
o OB e CIBI clouds in Europe and offers free of charge services

* de.NBI Summer School All service centers to all academic users.

dei#:NBI

« Differential analysis of proteomic data using R Biolnfra.Prot * Federated cloud (Since 201 6] - 6 locations
* Workshop on next generation sequencing data in cancer research HD-HuB ¢ Central cloud portal and governance provided by

« Introduction to BRENDA enzyme database BioData de.NBI CAU in Bielefeld .

* Polyomics data integration and analysis BiGi ° Authentication via ELIXIR AAI

* The path from raw to biological i GCBN * Infrastructure as a Service - [aaS

« Kinetics on the move: practical workshop on data for computational modeling de.NBI-SysBio ¢ Platform as a Service - PaaS

* Software as a Service - SaaS

'.c-.‘ AN

— . UNIVERSITAT
BIELEFELD.

EmsL

\\\ N WY
.\\
N\ N

UnhyeTEea

(charITE



