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MASH services ...

Metabolite Annotation & Sharing Halle (MASH)

Contract Nr. W-de.NBI-011

ELIXIR activities

Metabolite annotation tools
* running MetFrag infrastructure

on local site and on the de.NBI cloud
* deployment on de.NBI K8S cloud
* online and offline training materials
* infrastructure deployments for workshops

e

MassBank spectral library |

e continuous support for '~' MassBank
user and maintenance of data repository

* continuous development
of documentation for developer and
contributors of MassBank

FAIR MassBank
 Semantic annotation with schema.org
and Bioschemas in web application & dumps
* regular releases
for web service
& data repository
with stable
DOl identifier

Published June 5 , 2024 | Version 2024 06 [ & Open |

MassBank/MassBank-data: Release version 2024.06

ibutors (Data collector) s&

Data Clinic to support data sharing

* User support to create and deposit
studies following FAIR principles

* Data standards for metabolomics
(e.g. mzTab-M)

. denbi-mash@ipb-halle.de

www.denbi.de

* Steffen Neumann is Metabolomics community
co-lead since 2022
e 2023 community
meeting in Heidelberg
* Biohackathon activities
 Bioschemas Resource Index for Chem & Plants
* Ontologies & Terminology services ecosystem
* |ntegrating BioC with bio.tools & EDAM
 ELIXIR AllHands 2023 “The next Challenge: Data
Management, Submission and FAIRness
in Multi-Omics Experiments”

German NFDI network

* |PBis Co-applicant f‘) NFDI.Chem
* NFDI Section Metadata
* Bridge to ELIXIR w/ Bioschemas
 Knowledge graphs & Al

de.NBI Training and education

* “Introduction to Metabolite Identification in
MS/MS Data”, —— 1
training workshop
@DGMet 2023 in Halle
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Team MASH

Alumni: (left-to-right) Rene Meier, Kristian Peters,
Christoph Ruttkies, Hendrik Treutler, Chris Ulpinnis
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