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The annotation of large and complex (crop) plant 
genomes remains a challenging task, particularly 
with the rapid integration of newly emerging tech-
nologies in this dynamic field. Leveraging extensive 
expertise at the forefront of reference and pan-
genomics, our HMGU team offers comprehensive 
genome annotation services, including the provision 
of high-quality basic and processed data, as well as 
expert consulting tailored to the needs of the plant 
research community. We provide customized in-
house training programs for early-career scientists, 
empowering them to develop and implement their 
own annotation workflows. We collaborate closely 
with our GCBN partners, IPK and FZJ, on data 
generation and the delivery of FAIR-compliant data 
sets. Additionally we support the activities of ELIXIR 
as a member of the Plant Science Community 
contributing to ELIXIR's "Biodiversity, Food Security, 
& Pathogens" priority area.

- tailored supervision for 7 trainees, 
  each staying 4-12 months
- trainees worked on their own datasets
- they left with tangible results and the skills 
  to build own bioinformatics pipelines

- enhanced gene and transposon 
 annotation pipelines
- developed a 

gene projection workflow 
for pan-genomes

- provided annotations for 
  20 single genomes and 
  4 pan-genome projects

- active member of ELIXIR Plant Science community
- participation in de.NBI & ELIXIR Hackathons
- ELIXIR projects: "Increasing plant data findability    
   and reuse beyond ELIXIR"
  "E-PAN: Enhancing pan-genome 
   analysis in plants"


