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The IPK provides 3 services for plant researchers: (1) The 
CATS - Crop Analysis Tools Suite offers various tools including 
the Web-Blast Server, MISAWeb, BRIDGE and the new tool 
PanBARLEX. (2) The e!DAL-PGP Plant Genomics and 
Phenomics Research Data Repository for data publication. (3) 
The IPK hosts EURISCO (European Search Catalog for Plant 
Genetic Resources) which provides information about more 
than 2 million accessions of crop plants and their wild 
relatives, preserved ex situ by about 400 institutes. 
Furthermore, IPK provides training for all offered services and 
is active in the ELIXIR Plant Science Community, the 
Biodiversity Community, and the ELIXIR Data Platform. 

- Since January 2023 0,75 FTE financed by de.NBI  
- Other staff involved 0.75 FTE and further in-kinds:

- 0,15 FTE administrator IT infrastructure
- 0,15 FTE administrator DBS, application & web server
- 0,45 FTE data curation & GALAXY administration
+ 10 TEUR maintenance costs (proportionately)

Web Applications:

• CATS
Crop Analysis Tool Suite

Databases:

• EURISCO Database

• e!DAL – PGP
Plant Genomics & Phenomics
Research Data Repository

Downloaded Volume: 2.9 PB - Unique Accesses: ~380,000

Continuous KPI Monitoring

de.NBI Spring School 2023 
Focused on FAIR data manage-
ment with hands-on sessions. 
Joined event of BioData, BiGi, 
GCBN, de.NBI-SysBio & 
de.NBI/ELIXIR-DE office.

Announcements

In April 2024, the BrAPI Hackathon was 
held at the Leucorea in Lutherstadt 
Wittenberg, Germany, with the goal of 
advancing data standards in plant science. 

8th – 9th September 2025: 
Training “Data Analysis in 
the Cloud” together with  

E-PAN: Enhancing pan-genome analysis in plants
HARVEST: Handling & alignment of plant research FAIRification - 
value through the use of ELIXIR data Standards and Tools 

ELIXIR Activities
Successfully applied for Commissioned Services in frame of BFSP 
(Biodiversity, Food Security & Pathogens) 2024-2026 Work Plan:

Services Extension
Enabling the access to barley 
pan-genomes

one file
per genotype

one file for
all genotypes

multiple files
per genotype

Functional Annotations
76 CSV files

Gene Annotations
76 GFF3 files

Orthogroups
1 TSV file

Gene Sequences
380 FASTA files

Chromosome-scale Assemblies
76 FASTA files

Passport Data
1 TSV file

BUSCO results
76 TSV files

611 files of different types 
uncompressed size 329 GB

3,797,824 genes from 76 genotypes
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